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OVERVIEW:

>> This Step #1 file uses the raw data and creates the variables used in the analysis.  Both the raw variables and these new created variables are saved in another data file. 

We generally recommend that you do NOT run this Step #1 file but work directly with the Step #2 file. If you want to do define some variables differently than we do, then do that there, giving your new variables different names than ours. 

>> Normally begin with the Step #2 file, which has all raw variables, all our analysis variables, and specifications for all the analyses in the Nature Biotechnology article. If you want to define new variables, do that in the Step #2 file.

TO RUN this Step #1 file:

>> Change the file location (grey box in section 00) to suit your own arrangements.

>> If you are re-making the analysis file (section 97) you will also need to change the file location there to suit your own arrangements.

>> Copy this command file (from Section #00 to the end) and paste into a Stata "do file" window. The comments, debugging, etc in hidden text will drop out and the rest is garden variety Stata which should run without further changes.

ANALYSIS SEQUENCE:

>> Previous: Raw data in file: IsssUSA_Extract_1.dta

>> This: File: Stata1_RawToAnaVars_IsssUSA2009_06.doc

         Creates analysis variables from raw data

         Saves both raw data & analysis variables in file: IsssUSA_AnalysisVars_1.dta

>> Use next (or start here directly): 

         File: Stata2_Analysis_IsssUSA2009_xx.doc

         Uses data from file: IsssUSA_AnalysisVars_1.dta

         Runs all analyses in 2011 Nature Biotechnology article.

         This is the best starting place for replication and extensions.

REQUIRES:

>> Stata - programmed originally in Stata 10, but most other versions should be OK.

TYPOGRAPHIC CONVENTIONS:

>>Stata commands are generally in brown text, like this:

recode YearBorn1 ( min/1920 = .), gen( ageQ )

>>Hidden green text, like this:

tab1  noChQ 

usually records debugging commands that I used when programming. You do NOT need to run them (by default they do not run). Sometimes they use variables that are not part of this extract file.

Occasionally, green text is used to report question wording - the context should make things clear. Most questions are in a blue box, like this:

Question wording is usually in light blue boxes.

>>Comments are in hidden text boxes, like this:

This is a comment.

It may also record output, for example frequencies or regressions.

*00: Data - Stata programming begins here 

clear *

set memory 400m 

set more off,  permanently

set varlabelpos 12 

set varabbrev off

set scrollbufsize 250000

*----- RAW DATA (Change this to reflect your file location)
cd C:\_ACTIVE\00_Projects_Major\2009_Stem_Cell\53_2AF_NatureBiotech\3_Data_Raw

use IsssUSA_Extract_1.dta, clear

*Variables:  caEndgr caFarm chKid chAdult ctHrt ctPara ctAllrg ctSkin ctCancr cnHrt cnSkin cnAllrg cnCancr cethSpare cethDonate corgPay cipsHrt cipsAllrg cipsSkin cipsCancr mrlEthC mrlMD mrlYou1st mrlPope mrlABC mrlFund mrlNIH mrlYou DnomNow ChGoNow Sex eWhite eBlack eLatin eAsian eNatv eNEC  bUSA EdNow EdPlan Urban Marr wFT wPT wHol wUnemp wRet wUni wHome  wDisabl wWho wStat  yFam yYou ptyYou ptyVote  YearBorn1 MonthBorn1  DayBorn1 

*10: DEMOGRAPHICS, FAMILY BACKGROUND
*Age, sex, etc

*Age

The mean age is 46, which is about right

recode YearBorn1 ( min/1920 = .), gen( ageQ )

replace ageQ = 2009 - ageQ 

tab ageQ 

tab  YearBorn1 

table YearBorn1, c(mean ageQ freq)

sum ageQ 

*Quadratic, to cater for curvilinearity.

We are being cautious here, probably unnecessarily so. This variable is logically just age squared. For technical reasons, and without loss of generality, the quadratic term is calculated as (age - 40) squared, the constant being a number near the center of the distribution. The constant reduces the danger of rounding error but has no other effect, leading to predictions that, after some algebra, are mathematically identical to those that would be obtained by simple quadratics in the absence of rounding error (Mosteller and Tukey 1977, Data Analysis and Regression: 285-286).   

gen ageSQ = (ageQ-40)^2

table ageQ , c(mean ageSQ freq)

*Missing data Recoded to mean

For SEM we want little missing data. Recording missing data to the mean is not a good idea in general, but there is so little here that it makes no practical difference.

recode ageQ ( . = 46.5), gen(ageM)

tab ageM

*Sex

recode Sex (1=1)(2=0)(* = .), gen( maleQ)

tab Sex

tab maleQ

Version with little missing data.  Recording missing data to the mean is not a good idea in general, but there is so little here that it makes no practical difference.

recode maleQ ( . = .5), gen(maleM)

tab maleM

*Urban/rural

1 Farm, ranch, in the country

2 Village (under 1,000 people)

3 Country town (up to 20,000)

4 Middle-sized city (up to 100,000) 

5 City (up to 500,000)

6 Metropolitan area (over 500,000)

tab Urban

recode Urban (-1= .), gen(urban2 )

label variable urban2 "Urban resident now"

tab urban2 

recode Urban (-1= .)(1 2 3=1)(4 5 6=0), gen(rural )

tab rural

table Urban , c(m rural freq)

*Marriage

Marr Are you...

1 Now married

2 Never married

3 Never married, but living with a partner

4 Divorced or separated

5 Divorced or separated, but living with a partner

6 Widowed

7 Widowed, but living with a partner

      Marr |      Freq.     Percent        Cum.

------------+-----------------------------------

         -1 |        138        6.01        6.01

          1 |      1,013       44.14       50.15

          2 |        518       22.57       72.72

          3 |        125        5.45       78.17

          4 |        299       13.03       91.20

          5 |         82        3.57       94.77

          6 |        107        4.66       99.43

          7 |         13        0.57      100.00

------------+-----------------------------------

      Total |      2,295      100.00

recode Marr (1=1)(* = 0), gen( married)

table Marr , c(m married freq)

*Education

*Education now

Education now, and your future plans...

Now:

   1  10th grade or less

   2  11th grade

   3  GED

   4  12th grade

   5  Some college, no degree

   6  Associate degree

   7  BA, BS

   8  MA, MS, LLB

   9  MD

   10 PhD

Education plans:

(No more, I'm finished.)

High school diploma/ GED

Associate degree

BA, BS

MA, MS, LLB

MD

PhD

     EdNow |      Freq.     Percent    

------------+--------------------------

         -1 |        140        6.10   

          1 |         42        1.83   

          2 |         31        1.35   

          3 |         78        3.40   

          4 |        366       15.95   

          5 |        729       31.76   

          6 |        255       11.11   

          7 |        453       19.74   

          8 |        166        7.23   

          9 |         12        0.52   

         10 |         23        1.00   

------------+--------------------------

recode EdNow   (1=10)(2=11)(3=12)(4=12)(5=13)(6=14)(7=16.5) (8=18)(9=22)(10=22)(*=.), gen( edNowQ)

tab1 EdNow edNowQ

table EdNow ,c(mean edNowQ freq)

tab EdNow EdPlan

*Adjust education by plans for youngish people

gen edNow2Q = edNowQ

*1. Young guys, no high school, who plan to finish: we believe them

tab edNow2Q EdPlan if ageQ <= 21

replace edNow2Q= 12 if edNowQ > 0 & edNowQ < 12 & ageQ < 21 & EdPlan >= 2

tab edNow2Q EdPlan if ageQ <= 21

list edNowQ edNow2Q ageQ EdPlan if edNow2Q != edNowQ 

Upgraded N=16 folk

*2.Youngish guys, uni, who plan to finish: we believe them

tab edNow2Q EdPlan if ageQ <= 30

replace edNow2Q = 16.5 if edNowQ < 16.5 & ageQ < 30 & EdPlan >=4

tab edNow2Q EdPlan if ageQ <= 30

list edNowQ edNow2Q ageQ EdPlan if edNow2Q != edNowQ 

Upgraded around N=160, almost all from "some college" to "college grad" 

sum edNowQ edNow2Q 

    Variable |       Obs        Mean    Std. Dev.   

-------------+--------------------------------------

      edNowQ |      2155    14.09211      2.2767    

     edNow2Q |      2155    14.37703    2.309995    

corr edNowQ  edNow2Q cEmbryo9 ageQ maleQ cathQ fundmQ subjFundQ   chGoNowQ  abtHard9 ptyDemQ goalMedic9

r=.90. Very similar corrs with other things, save for ageQ

*Version with little Misssing data

recode edNow2Q ( . = 14.4), gen(edNow2M)

tab edNow2M

*Dummies 

*Usual "uni" dummy for general use

recode edNow2Q (16 / 25=1)(* =0), gen( uni)

table edNow2Q , c(m uni freq)

Full set of dummies, with grad degrees separate too.

    edNow2Q |      Freq.     Percent   

------------+--------------------------

         10 |         32        1.48   

         11 |         23        1.07   

         12 |        426       19.77   

         13 |        625       29.00   

         14 |        231       10.72   

       16.5 |        617       28.63   

         18 |        166        7.70   

         22 |         35        1.62   

------------+--------------------------

      Total |      2,155      100.00

*Vars: toHS someUni BA  MaPhd 

recode edNow2Q (10 / 12=1)(* =0), gen( toHS )

recode edNow2Q (13 / 15=1)(* =0), gen( someUni )

recode edNow2Q (16 / 17=1)(* =0), gen( BA )

recode edNow2Q (18 / 22=1)(* =0), gen( MaPhd )

sum toHS someUni BA  MaPhd

table edNow2Q, c(m toHS m someUni m BA  m MaPhd freq)

*20: RELIGION

*Denomination

1 No religion

2 AME   f

3 Baptist   f

4 Catholic

5 Churches of Christ    f

6 Congregationalist

7 Episcopalian/ Anglican

8 Jewish

9 Jehovah's Witnesses   f

10 Hindu

11 LDS   not fundamentalist!  

12 Lutheran

13 Methodist

14 Muslim

15 Nondenominational Christian

16 Orthodox

17 Pentecostal    f

18 Presbyterian

19 Seventh Day Adventist   f

20 Pagan

label define dnm2 1 "No relig" 2 "AME" 3 "Baptst" 4 "Cath" 5 "C of Christ" 6 "Congreg" 7 "Episcop" 8 "Jewish" 9"Jehovah Witt" 10 "Hindu" 11 "LDS"  12 "Lutheran" 13 "Method" 14 "Muslim" 15 "Non-demon" 16 "Orthodox" 17 "Pentcost" 18 "Presby" 19 "7th day " 20 "Pagan"

label values DnomNow dnm2

tab DnomNow 

recode  DnomNow (4=1)(*=0), gen( cathQ )

tab  DnomNow cathQ

recode  DnomNow (2 3 5 6 7  9 11 12 13 15 17 18 19 =1)(*=0), gen( protQ )

tab  DnomNow protQ

recode  DnomNow (1 =1)(*=0), gen( noChQ )

tab1  noChQ 

tab  DnomNow noChQ

*Fundamentalist denomination

^Definition follows Steensland 2000, SocForces, so far as we can (he has more details among some of the larger denominations for split off churches). He uses word "evangelical" but "fundamentalist" is pretty much the same. He gets 27% Evangelical and we get 29%, which is good agreement.

This was our Q re "believe" fundamentalists: f. Leaders of the Baptists, Churches of Christ, Assemblies of God, Nazarenes, Pentecostals?

re CofE types (ie not fundamentalist): Archbishop of Canterbury, leaders of the Lutherans, Methodists, Presbyterians

LDS are NOT fundamentalist - see the subjective q:

table DnomNow, c(mean fundmQ mean subjFundQ)

        DnomNow |fundmQ)  mean(subjFu    Steensland 2000 SocForces

----------------+--------------------

             -1 |      0        .3634

    1. No relig |      0        .0458

         2. AME |      1        .5428  [Black protestant ]

      3. Baptst |      1        .4324   Most evangel, some sub-types not

        4. Cath |      0        .2744

 5. C of Christ |      1        .4493   Evangel

     6. Congreg |      0        .3538   Not Evangel

     7. Episcop |      0        .305    Not Evangel

      8. Jewish |      0         .159    

9. Jehovah Witt |      1        .4941   "conserv non-traditional", not Evangel
                                           we take them as Fundamentalist anyway

      10. Hindu |      0        .3142

        11. LDS |      1        .2947    "conserv non-traditiona, Not evangell"

   12. Lutheran |      0        .3413    Some sub-types evangel

     13. Method |      0         .361    Some sub-types evangel 

     14. Muslim |      0        .4363

  15. Non-demon |      1        .4533    tends to be Evangel, moslty attracted

                                            to one preacher, eg mega-church 

                                         We take as fundmntlst

   16. Orthodox |      0        .1111

   17. Pentcost |      1        .7148    Evangel

     18. Presby |      0        .2818    Mostly not evangel

   19. 7th day  |      1        .5090    Evangel

      20. Pagan |      0        .0380  

-------------------------------------

recode DnomNow (2 3 5 9    15 17 19=1)(*=0), gen( fundmQ )

tab1  fundmQ 

table DnomNow, c(mean cathQ mean fundmQ mean subjFundQ)

*Church attendance

-1 missing

1 Never

2 Less than once a year

3 Once a year

4 Several times a year

5 Monthly

6 Two or 3 times a month

7 Nearly every week

8 Weekly

9 Daily

AESUD Codes:

   -1.00  “Missing: Ask, no ans“  

     .50  “Never“                 

     .75  “< 1 year“              

    1.50  “Once a year “          

    4.00  “Several times yr“      

   12.00  “Once month“            

   30.00  “2-3 per month“        

   45.00  “Each week, nearly“     

   52.00  “Every week“            

  140.00  “Several times week“    

recode ChGoNow (1= .5)(2=.75)(3=1.5)(4=4)(5=12)(6=30) (7=45)(8=52)(9=140)(-1= .), gen( chGoNowQ )

label variable chGoNowQ "Church going (times per year)"

==> Want some imputation of missing, as it often means "not attend"

recode chGoNowQ ( . = 16.5 ), gen( chGoNowMx )

label variable chGoNowM "Church going, little missing (times per year)"

table chGoNowMx , c(m rBelief9 freq)

per year) | mean(rBelief9)    Freq.

----------+------------------------

       .5 |       .5070925      638

      .75 |       .7132531      343

      1.5 |       .7215079      105

        4 |       .7949861      300

       12 |       .8581945       91

     16.5 |       .6629725       204 -- very close to "less than once a year" = .75

       30 |       .8723639       98

       45 |       .8812328      121

       52 |       .9359204      364

      140 |       .9298387       31

-----------------------------------

Quadratic, to cater for curvilinearity. Subtracting 12 before squaring is just for caution; see the note above about ageSQ for an explanation.

gen chGoNowSQ = (chGoNowQ - 12)^2

label variable chGoNowSQ "Church going - 12, squared (unit=times per year)"

table  chGoNowQ, c(mean chGoNowSQ freq)

gen chGoNow2Q = ln( chGoNowQ )

label variable chGoNow2Q  "ln Church going"

For stem cell stuff, ln ChGoNow hardly differs from ChGoNow.

tab chGoNow2Q

tab chGo14Q 

tab chGoNowQ 

*30: WORK, INCOME 

*Occupation

What kind of work do you do? If retired, please tell us what you used to do... 

1  Higher professional (examples: doctor, electrical engineer, university scientist, secondary school teacher, lawyer, clergy)

2  Higher manager (examples: business executive, high government official)

3  Technical and lower professional (examples: nurse, artist, primary teacher, lab tech)?

4  Clerical or administrative (examples: secretary, clerk, office manager, civil servant, bookkeeper)?

5  Sales (examples: sales manager, shop owner, shop assistant, insurance agent)?

6  Service (examples: restaurant owner, policeman, waitress, barber, janitor)?

7  Skilled worker (examples: foreman, motor mechanic, printer, tailor, electrician)?

8  Semi-skilled worker (bus driver, cannery worker, carpenter, metal worker, baker)?

9  Unskilled worker (examples: labourer, porter, unskilled factory worker)?

10  Farm (farmer, farm labourer, cowboy)?

11  Homemaker; not working for pay?

      wStat |      Freq.     Percent   

------------+--------------------------

         -1 |        226        9.85   

          1 |        197        8.58   

          2 |        167        7.28   

          3 |        311       13.55   

          4 |        372       16.21   

          5 |        238       10.37   

          6 |        195        8.50   

          7 |        183        7.97   

          8 |         94        4.10   

          9 |         98        4.27   

         10 |          9        0.39   

         11 |        205        8.93   

------------+--------------------------

      Total |      2,295      100.00

recode wStat (-1 11 . = -1)(1=100)(2=75)(3=70)(4=49)(5=42)(6=26)(7=37) (8=24)(9=14)(10=10), gen( status)

label variable status "Kelleys Worldwide Status Score"

This is Kelley's Worldwide Status score. 

These assume that the true status of an occupation is intimately related to the education of incumbents (well educated people get the best jobs), to their income (high status jobs command larger rewards), and to the success of their children in the next generation (high status jobs provide resources that give their children a head start in life). If so, a canonical correlation score - which maximizes the correlation between the 14 categories and education, income, and occupation in another generation - will reflect the true status of each group. As the resulting scores are defined only up to a linear transformation, they are arbitrarily (but conveniently) normed from zero to 100, with other groups in between in proportion to their score. The Worldwide Status scheme averages canonical scores from separate analyses of individual level data in 16 nations throughout the world. They are regularly used in international research and in the US are essentially interchangeable with Duncan SEI scores (Kelley 1990b; Kelley and Evans 1995; Sikora 2005: Appendix). We treat occupational status as at the cardinal level of measurement, with a natural zero point (the status of the lowest occupation, farm laborer) and a quantative metric (anchored by the highest occupational group, free professionals). Hence the mean is a suitable summary and regression methods appropriate; although arguable, this is simple, powerful, and convenient, so we prefer it to a more elaborate methods. In practice ordinal probit methods lead to the same conclusions, with predicted values correlated r=.99 with OLS.

Surprisingly, this categorical scheme works at least as well as much more elaborate schemes based on coding to detailed 4-digit ISCO codes and assigning status scores to them (Ganbeboom 2005).

--------------- REFERENCES

Ganzeboom, H. B. G. 2005. "On the Cost of Being Crude: A Comparison of Detailed and Coarse Occupational Coding." Pp. 241-258 in Methodological Aspects of Cross-National Research, edited by J. H. P. Hoffmeyer-Zlotnik. Mannheim: ZUMA-Nachrichten [Special Issue #11].

Kelley, Jonathan. 1990b. "Goldthorpe's Class Typology Revisited" Pp. 349-57 in John Goldthorpe: Consensus and Controversy, edited by J. Clarke, S. Modgil, and C. Modgil. London: Falmer Press.

Kelley, Jonathan and M.D.R. Evans. 1995. "Class and Class Conflict in Six Western Nations." American Sociological Review 60(2):157-178.

Sikora, Joanna. 2005. "Perceptions of Economic Efficiency of Government Versus Private Enterprises, and Attitudes to Government Ownership in the Economy." Research in Social Stratification and Mobility 23.

Values (in blue) for combined hi & low clerical are from IESUD; same for hi & low sales; same for hi & low service. They are the unweighted average of hi & low. 

==>(Better might be an empirical mean from IESUD surveys with hi & low separate.) 

label define occ_lbl ///

 100 "Professional"      ///

  75 "Administrative"  /// 

  70 "Technical"        /// 

  49 "Clerical (hi & low)"  /// 

  42 "Sales (hi & low)"       /// 

  37 "Skilled worker"     /// 

  26 "Service (hi & low) "    /// 

  24 "Semi-skilled worker" /// 

  14 "Unskilled worker"   /// 

  10 "Farmer"     /// 

  00 "Farm worker"

label values status occ_lbl

tab status

table wStat , c(m status freq)

recode status ( -1 = .)

tab status

*Income  

*Family income & individual earnings .

Original answer categories (from Qnr)

1  None      

2  $5,000  

3  $10,000

4  $15,000

5  $20,000

6  $25,000

7  $30,000

8  $35,000

9  $40,000

10 $45,000

11 $50,000

12 $55,000

13 $60,000

14 $65,000

15 $70,000

16 $75,000

17 $80,000

18 $90,000

19 $100,000

20 $125,000

21 $150,000

22 $200,000

23 $250,000

24 $300,000+

recode yFam yYou (-1= .) (1= 0.5)(2=5)(3=10)(4=15) (5=20)(6=25)(7=30) (8=35)(9=40)(10=45)(11=50) (12=55)(13=60)(14=65)(15=70)(16=75)(17=80) (18=90)(19=100)(20=125)(21=150)(22=200)(23=250) (24=450), gen(yFam1 yYou1)

tab1 yFam1 yYou1 

gen lnFamInc = ln( yFam1)

format yYou* yFam*  %9.2f

tab1 yFam1 yYou1 

*40: GOALS

* ...etc...

*50: PERCEPTIONS; FACTUAL ISSUES
*...etc...

*Moral Authority (=trust re moral issues) 

Q: When new medical treatments are first developed - like the ones we just talked about - there is often a controversy about whether they are morally right. In deciding whether it is right to allow these treatments, who would you believe...

a. A government Ethics Committee set up to decide what is right?

b. A committee of medical doctors - believe?

c. Your own first impression, your "gut reaction"?

d. The Catholic Church and the Pope?

e. The Archbishop of Canterbury, leaders of the Lutherans, Methodists, Presbyterians - believe?

f. Leaders of the Baptists, Churches of Christ, Assemblies of God, Nazarenes, Pentecostals?

g. The National Institutes of Health (NIH) - the main medical research institution in the US - believe them?

h. Your OWN judgment?

       Believe!! 

       Believe 

       ?? 

       Not 

       Not!!

recode mrlEthC mrlMD mrlYou1st mrlPope mrlABC mrlFund mrlNIH mrlYou (1=100)(2=75)(3=50)(4=25)(5=0)(-1 -9= .), gen (mrlEthCQ mrlMDQ mrlYou1stQ mrlPopeQ mrlABCQ mrlFundQ mrlNIHQ mrlYouQ )

tab mrlEthCQ 

tab  mrlEthC  mrlEthCQ

**sum mrlEthCQ mrlMDQ mrlYou1stQ mrlPopeQ mrlABCQ mrlFundQ mrlNIHQ mrlYouQ

*Who trust most?

I'm not sure this is analytically the right way to go. But the marginals are certainly interesting!

gen top3PopeQ=  mrlYouQ - mrlPopeQ  if mrlYouQ<. & mrlPopeQ<.

gen top3ABCQ=  mrlYouQ - mrlABCQ    if mrlYouQ<. & mrlABCQ<.

gen top3FundQ=  mrlYouQ - mrlFundQ  if mrlYouQ<. & mrlFundQ<.

gen top3EthCQ=  mrlYouQ - mrlEthCQ  if mrlYouQ<. & mrlEthCQ<.

gen top3MDQ=  mrlYouQ - mrlMDQ      if mrlYouQ<. & mrlMDQ<.

gen top3NIHQ=  mrlYouQ - mrlNIHQ    if mrlYouQ<. & mrlNIHQ<.

recode top3PopeQ top3ABCQ top3FundQ top3EthCQ top3MDQ top3NIHQ ( -100 / -1= 1)(0 = 2)(1 / 100=3)

label define hi3low 1"Defer"  2"Equal" 3"Self"

label values top3PopeQ hi3low
label values top3ABCQ  hi3low
label values top3FundQ hi3low
label values top3EthCQ hi3low
label values top3MDQ hi3low
label values top3NIHQ hi3low
tab1 top3PopeQ top3ABCQ top3FundQ top3EthCQ top3MDQ top3NIHQ

*60: MORAL ATTITUDES

*...etc...

*65: SCIENCE ATTITUDES
*...etc...

*70: STEM CELL VARIABLES & FRIENDS

recode caEndgr caFarm chKid chAdult ctHrt ctPara ctAllrg ctSkin ctCancr cnHrt cnSkin cnAllrg cnCancr cethSpare cethDonate corgPay cipsHrt cipsAllrg cipsSkin cipsCancr   (1=100)(2=75)(3=50)(4=25)(5=0)(-1 -9= .), gen (caEndgrQ caFarmQ chKidQ chAdultQ ctHrtQ ctParaQ ctAllrgQ ctSkinQ ctCancrQ cnHrtQ cnSkinQ cnAllrgQ cnCancrQ cethSpareQ cethDonateQ corgPayQ cipsHrtQ cipsAllrgQ cipsSkinQ cipsCancrQ ) 

summarize  caEndgr caFarm chKid chAdult ctHrt ctPara ctAllrg ctSkin ctCancr cnHrt cnSkin cnAllrg cnCancr cethSpare cethDonate corgPay cipsHrt cipsAllrg cipsSkin cipsCancr caEndgrQ caFarmQ chKidQ chAdultQ ctHrtQ ctParaQ ctAllrgQ ctSkinQ ctCancrQ cnHrtQ cnSkinQ cnAllrgQ cnCancrQ cethSpareQ cethDonateQ corgPayQ cipsHrtQ cipsAllrgQ cipsSkinQ cipsCancrQ   

tab caEndgr caEndgrQ 

tab cipsCancr cipsCancrQ

*Scales

*For Nature Biotechnology MS 

**factor ctHrtQ ctCancrQ ctAllrgQ cnHrtQ cnCancrQ cnAllrgQ cipsHrtQ cipsCancrQ cipsAllrgQ  caEndgrQ caFarmQ chKidQ chAdultQ  ctSkinQ  cnSkinQ cipsSkinQ , ipf factors(5)

**rotate, varimax factors(5)

Only logic distinguishes the first two (therapeutic and NIH)

egen cThrp9 = rowmean( ctHrtQ ctCancrQ ctAllrgQ ) 

egen cNIH9 = rowmean( cnHrtQ cnCancrQ cnAllrgQ )  

egen cIPS9 = rowmean( cipsHrtQ cipsCancrQ cipsAllrgQ )  

tab  cThrp9

tab  cNIH9

tab  cIPS9

summarize cThrp9 cNIH9 cIPS9

egen cHumn9 = rowmean(  chKidQ chAdultQ )

egen cAnml9 = rowmean( caEndgrQ caFarmQ ) 

tab cHumn9 

tab cAnml9 

egen cEugen9 = rowmean(ctSkinQ  cnSkinQ cipsSkinQ )

tab cEugen9  

*cThrp9 and cNIH9: no sig differences. So make a combined scale

*No sig differences between therapeutic cloning and the NIH variant

sureg (cThrp9 ageQ sexQ chGoNowQ cathQ fundmQ ) (cNIH9 ageQ sexQ chGoNowQ cathQ fundmQ ), corr

test [cThrp9]ageQ = [cNIH9]ageQ 

test [cThrp9]sexQ = [cNIH9]sexQ 

test [cThrp9]cathQ = [cNIH9]cathQ 

test [cThrp9]fundmQ = [cNIH9]fundmQ 

test [cThrp9]chGoNowQ = [cNIH9]chGoNowQ 

egen cEmbryo9 = rowmean( ctHrtQ ctCancrQ ctAllrgQ cnHrtQ cnCancrQ cnAllrgQ ) 

tab cEmbryo9 

sum  cThrp9 cNIH9 cIPS9 cHumn9 cAnml9 cEugen9 cEmbryo9

*Reliabilities (alpha)

alpha caEndgrQ caFarmQ   ,std detail

Average interitem correlation:      0.8080

Scale reliability coefficient:      0.8938

. alpha chKidQ chAdultQ  ,std detail

Average interitem correlation:      0.8925

Scale reliability coefficient:      0.9432

. alpha ctHrtQ ctCancrQ ctAllrgQ cnHrtQ cnCancrQ cnAllrgQ  ,std detail

Average interitem correlation:      0.7663

Scale reliability coefficient:      0.9516

alpha ctHrtQ ctCancrQ ctAllrgQ ,std detail

Average interitem correlation:      0.7749

Scale reliability coefficient:      0.9117

alpha cnHrtQ cnCancrQ cnAllrgQ  ,std detail

Average interitem correlation:      0.7843

Scale reliability coefficient:      0.9160

. alpha cipsHrtQ cipsCancrQ cipsAllrgQ  ,std detail

Average interitem correlation:      0.7651

Scale reliability coefficient:      0.9072

. alpha ctSkinQ  cnSkinQ cipsSkinQ  ,std detail

Average interitem correlation:      0.7232

Scale reliability coefficient:      0.8869

*Origins of stem cells (re Dickey-Wicker Amendment) 

*vars: cethSpareQ cethDonateQ corgPayQ  

Already recoded:...  (1=100)(2=75)(3=50)(4=25)(5=0)(-1 -9= .), gen (cethSpareQ cethDonateQ corgPayQ )

tab1  cethSpareQ cethDonateQ corgPayQ

*82: RANCHES

*...etc...

*85: POLITICS

* ptyYou ptyVote 

*Party ID

In politics, do you usually think of yourself as a...

   -1 no answer

   1 Strong Republican

   2 Republican

   3 Independent, leaning Republican

   4 Independent

   5 Independent, leaning Democrat

   6 Democrat

   7 Strong Democrat

   8 [ Other party ]

To reduce missing data (close to 10%), I code missing to the middle. A bit dubious.

==> replace with a better imputation later.

recode ptyYou (1=0)(2=.17)(3=.33)(4 8 -1=.5)(5=.67)(6=.83)(7=1), gen(ptyDemQ )

tab  ptyYou ptyDemQ 

table ptyYou, c(mean ptyDemQ)

*Vote

Who did you vote for in the last presidential election?

McCain

   -1 no answer

   1 McCain

   2 Did not vote, strongly preferred McCain

   3 Did not vote, preferred McCain

   4 Did not vote, had no preference

   5 Did not vote, preferred Obama

   6 Did not vote, strongly preferred Obama

   7 Obama

table ptyVote, c(mean ptyDemQ mean ptyFaDemQ)

  ptyVote |  mean(ptyDemQ)  mean(ptyFaD~Q)           Freq.

----------+-----------------------------------------------

       -1 |       .4955629        .5044371             151

        1 |       .2768362        .3750848             708

        2 |       .4421739        .4373913              69

        3 |       .3652381        .4001587              63

        4 |       .5232864        .5153521             213

        5 |       .5988095        .5430952             126

        6 |       .6591526        .5729661             118

        7 |       .7177922        .5967296             847

----------------------------------------------------------

The "strongly preferred" vs "preferred" did not work so well; combine.

recode ptyVote (1=0)(2 3=.25)(4 -1=.5)(5 6=.75)(7=1), gen( voteDemQ)

tab1 ptyVote voteDemQ

table ptyVote , c(mean voteDemQ freq)

*Party & vote: scale

>>Looks pretty good

corr ptyDemQ voteDemQ cEmbryo9 ageQ maleQ edNow2Q rBelief9 cathQ fundmQ subjFundQ chGoNowQ  goalMedic9 

             |  ptyDemQ voteDemQ   

-------------+---------------------

     ptyDemQ |   1.0000

    voteDemQ |   0.6654   1.0000

    cEmbryo9 |   0.2800   0.2893   

        ageQ |  -0.0743  -0.1165  -

       maleQ |  -0.0547  -0.0304   

     edNow2Q |  -0.0363  -0.0078   

    rBelief9 |  -0.1516  -0.1929  -

       cathQ |  -0.0318  -0.0517  -

      fundmQ |  -0.1224  -0.1327  -

   subjFundQ |  -0.1745  -0.2114  -

    chGoNowQ |  -0.1539  -0.1824  -

  goalMedic9 |   0.0911   0.1116   

     ptyDemQ |   1.0000   0.6654   

egen polDem9 = rowmean( ptyDemQ voteDemQ  )

sum polDem9  ptyDemQ voteDemQ 

corr polDem9  ptyDemQ voteDemQ 

*95 End of run stuff

* SES  measure (for Nature Biotechnology MS, 2011)

Has no effect save for iPS. So easiest to make a SES measure (despite its known weaknesses) and use that in the analysis.  Do via z scores.  Use the version of educatiion with no missing data, so we loose no cases.

egen zEd = std( edNow2M)

egen zStatus = std( status)

egen zFamInc = std( yFam1)

egen SES9 = rowmean(  zEd zStatus zFamInc )

*97 Save File

numlabel, add mask("#. ") force

Variables to serve as place markers in the variable list

gen Demog_____ = 10

gen Religion_____ = 20

gen Work_____ = 30

gen Believe_____ = 50

gen StemCell_____ = 70

gen End_____ = 97

order Demog_____ Sex eWhite eBlack eLatin eAsian eNatv eNEC bUSA EdNow EdPlan Urban Marr YearBorn1 MonthBorn1 DayBorn1 ageQ ageSQ ageM maleQ maleM urban2 rural married edNowQ edNow2Q edNow2M uni toHS someUni BA MaPhd ptyYou ptyVote ptyDemQ voteDemQ polDem9 Religion_____ DnomNow ChGoNow cathQ protQ noChQ fundmQ chGoNowQ chGoNowSQ chGoNow2Q Work_____ wFT wPT wHol wUnemp wRet wUni wHome wDisabl wWho wStat yFam yYou status yFam1 yYou1 lnFamInc zEd zStatus zFamInc SES9 Believe_____ mrlEthC mrlMD mrlYou1st mrlPope mrlABC mrlFund mrlNIH mrlYou  mrlEthCQ mrlMDQ mrlYou1stQ mrlPopeQ mrlABCQ mrlFundQ mrlNIHQ mrlYouQ top3PopeQ top3ABCQ top3FundQ top3EthCQ top3MDQ top3NIHQ StemCell_____ caEndgr caFarm chKid chAdult ctHrt ctPara ctAllrg ctSkin ctCancr cnHrt cnSkin cnAllrg cnCancr cethSpare cethDonate corgPay cipsHrt cipsAllrg cipsSkin cipsCancr caEndgrQ caFarmQ chKidQ chAdultQ ctHrtQ ctParaQ ctAllrgQ ctSkinQ ctCancrQ cnHrtQ cnSkinQ cnAllrgQ cnCancrQ cethSpareQ cethDonateQ corgPayQ cipsHrtQ cipsAllrgQ cipsSkinQ cipsCancrQ cThrp9 cNIH9 cIPS9 cHumn9 cAnml9 cEugen9 cEmbryo9 End_____   
*----- ANALYSIS DATA [change these to suit your own file arrangements]

cd C:\_ACTIVE\00_Projects_Major\2009_Stem_Cell\53_2AF_NatureBiotech\5_Data_AnalysisVars

**save IsssUSA_AnalysisVars_1.dta, replace

file IsssUSA_AnalysisVars_1.dta saved

5 March 2011.  2295 cases.

*99 END of Stage #1 Stata
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